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Harada A, Maehara K, Handa T, Arimura Y, Nogami J, Hayashi-Takanaka Y, Shirahige K,
Kurumizaka H, Kimura H, Ohkawa Y.

A chromatin integration labelling method enables epigenomic profiling with lower input.
Nature Cell Biology 21, 287-296 (2019)
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