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B4 Fanconi Anemia Complementation Group E, a DNA Repair—Related Gene, Is a
Potential Marker of Poor Prognosis in Hepatocellular Carcinoma

(DNAE1E B & (s T Cd HFanconi anemia complementation group ElXAFHIaREIC
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[ 5] Fanconi anemia complementation group E (FANCE) IZDNAME1E1Z B4 HFanconi anemia (FA)
REOBIETH D, MM (HCC) 1Z351F HFANCER O IERIE 2 7 L 7=,

[%}%:. 5] The Cancer Genome Atlas(TCGA, n=373) %5 L OV BRHCCHR A (n=53) % & ERT-PCRIE CiE
£ L FANCE mRNAZEHL (WN#=> b v —/LGAPDHREBC X 0 #i1E) A sk, FEmiliisgk crbi L7,
FTFRICBITDHDEEEMNT 2T o717, Y052 X Y FANCED RSB T OB O J/TE 2 i1~
7. & HliZgene set enrichmentfi##T (GSEA) & BT+ > U —Zi#NT (SiGN_BN) %#1T-72, F7-.
FOpo IR, HEBEAE & OB A . FANCEA knockdown L, RT-PCR, proliferation assay. Western
Blotting TEFf L 7=, TCGAF X (XCancer Cell Line Encycopedia®F—Z &~ & HAWT, HCCIZEIT
5 FANCEDmRNAFE L & DNATR G I BB fn 1 DR BL & OBE &2 ffdT L=, &%, TCGAT — & Z IV TiH
(L& HE 233 1F HFANCEDOmRNAFS Bl & 424758 & o0 BE s & fift by L 72,

[#E5R] HCCIZHR W TREMRE CTH R IZFANCE mRNADSE ZE B (p<0.05) TH Y. F7=. FANCEEFEBIREIX
THARTH o7~ (Kaplan-Meieri®, p<0.05) . #afEYufd CIIFANCEIZE A OMIE ICEREL L Tn
72 S BEfENTIZ CFANCE mRNARIZE BN T A BRIR 1 Ch o 7z, GSEAIZ THlE B HA & H5HAE |2 B
DO AELFE L EOHEAZFROH 7=, FANCE knockdownlZ & 0 . HCCHIIEBDBEFERE DR T . cde25ADIEHEL
T, B A FH3 pSerl0DF % FH X487, SiGN_BNTIFHCCIZ 331 CFANCE D mRNAXS B 23 DNATR At
BI{5 (H2AFX, CHEK1) & EDOFEBEN®H D Z & 250 L=, HCCE & T oI Clx. FANCE
DERBNEEFRICHB R ELY RET 2 LRI,

[#%38] FANCEIZHCCHIfRIZERILL ., BBBBNTEHRARTHY . TRETHT IS A~—h—¢
R0 5D, O E L CNE IR & BEERE LHES RIR S, TRIFREM L2 9 B,



