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Fig. 1. Diagram of the segregationin AAT isozyme
pattern in Aat-1 region.
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Table 1. Goodness-fit test for segregation patterns at Aat-1.

: 2 Dmeml o Offerne . Bgmid . p
Tosa Buntanx Kawano. . . FsxFs  TESESSSS 1:2:1 6.78  0.050-0.020
Hyuganatsu X Rough lemon SSXFS  SS(71) : FS(29) 1:1 17.64 <0.005
Shishiyux Balotin FFXFA  FF(42) : FA(41) 1:1 0.01 >0.900
Hanayu X Ohgonkan SSxS8S SS(49) 1:0 0.00 1.000
Hyuganatsux Balotion. SSXFA  FS(22) : SA(15) 1:1 1.32 0.300-0.200
Clementine X Ponkan SSXSS SS(26) 1:0 0.00 1.000
Clementine x fangpur SSXFS  SS(17) : FS(9) 1:1 2.46  0.200-0.100
Wase HassakuxKisyu Mikan FSxSS  FS(16) : SS(14) 1:1 0.13 >0.900
Wase HassakuX Hyuganatsu FSXSS  FS(27) : SS(33) 1:1 0.60  0.900-0.800
Tosa Buntan x Zadaidai Fsxsa FSGEAEAAYY 1111 s <0.005
Hanayu self-pollination SSxSS SS(18) 1:0 0.00 1.000

* Number of seedlings examined.

** Calculated with 1, 2, 3 degrees of freedom for 1:1, 1:2:1, 1:1:1:1 ratios respectively.
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Fig. 2. Diagram of the segregation in AAT
isozyme pattern in Aaf-2 region.
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Fig. 4. Diagram of the segregation in AT T isozyme
pattern in Aat-2 region.
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Fig. 5. Diagram of the segregation in AAT
isozyme pattern.
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Fig. 6. Diagram of the segregation in AAT
isozyme pattern.
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Fgi. 7. Diagram of the segregation in AAT isozyme pattern.
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Fig. 8. Diagram of the segregation in ATT isozyme pattern.
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Fig. 11. Diagram of the segregation in AAT isozyme pattern.
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Fig. 12. Diagram of the segregation in AAT isozyme pattern.

Table 2. Goodness-fit test for segregation patterns at Aat-2.
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Fig. 13. Diagram of the segregation in ATT isozyme pattern.

Parental Offspring Expected .
* g genotypes genotypes(N)* ratio x* P
EG BE EE BG
Kawano EG_BE =2 . 32 . =5 . =9 L.
Tosa BustanXx P ==X== FF . FF ! FF : 1:1:1 12.28 0.010-0.001
Natsudaidai FETFF 35 " 19 (32 (14)
E_ - — E - _-E
Wase Hassaku X Hyuganatsu WXW FF : FF : BF : BF 1:1:1 2.42 0.500-0.300
(12) a7 @n an
. G- -1 I- -G
Balotin - JIG 2=. 55 - == - 5= S
Hyuganatsu X = X e FF: BF | FF : 1:1:1 3.86 0.300-0.200
Bergamot BETFF 5" (13) " a0 (D
C Balotin B-_1c & 1 BL BG .
Shishiyu X e XTE FF . FF . FF . FF 1:1:1 17.00 <0.001
Bergamot FEZFF 1) " (13) " (13)  (36)
BB_ BI BB BIL
Clementine X Rangpur lime T X FF ! FF 1:1 1.38 0.300-0.200
FF* FF
(16) (10)
E- BB B- BE
Wase Hassaku X Kishu Mikan ==X FF . FF 1:1 6.53 0.020-0.010
FFFF ® (@2

* Number of seedlings examined.

** Calculated with 1, 3 degrees of freedom for 1:1,1:1:1:1 ratios respectively.
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Fig. 14. Representative genotypes of Aat-2 locus.
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Summary

The AAT isozymes of F, hybrids synthesized from inbred Citrus were analyzed, so that
clarified the genetic system, and that made clear the structures of two loci, Aat-1 and Aat
-2, and that had confirmed the estimated genotypes. In addition, the analysis of the alleles
have suggested that evolution by gene duplication in Aat-2 locus on the homologous chromo-
some. The Aat-2 locus was consisted of the two gene loci which was at a distance.



