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Mutations in cardiac myosin-binding protein C (cMyBP-C) are a
major cause of familial hypertrophic cardiomyopathy. Although
cMyBP-C has been considered to regulate the cardiac function via
cross-bridge arrangement at the C-zone of the myosin-containing
A-band, the mechanism by which cMyBP-C functions remains
unclear. We identified formin Fhod3, an actin organizer essential
for the formation and maintenance of cardiac sarcomeres, as a
cMyBP-C–binding protein. The cardiac-specific N-terminal Ig-like domain
of cMyBP-C directly interacts with the cardiac-specific N-terminal region
of Fhod3. The interaction seems to direct the localization of Fhod3 to
the C-zone, since a noncardiac Fhod3 variant lacking the cMyBP-C–
binding region failed to localize to the C-zone. Conversely, the
cardiac variant of Fhod3 failed to localize to the C-zone in the
cMyBP-C–null mice, which display a phenotype of hypertrophic
cardiomyopathy. The cardiomyopathic phenotype of cMyBP-C–null
mice was further exacerbated by Fhod3 overexpression with a de-
fect of sarcomere integrity, whereas that was partially amelio-
rated by a reduction in the Fhod3 protein levels, suggesting that
Fhod3 has a deleterious effect on cardiac function under cMyBP-C–
null conditions where Fhod3 is aberrantly mislocalized. Together,
these findings suggest the possibility that Fhod3 contributes to the
pathogenesis of cMyBP-C–related cardiomyopathy and that Fhod3
is critically involved in cMyBP-C–mediated regulation of cardiac
function via direct interaction.
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Cardiac muscle contraction is driven by cyclical sliding of an
array of actin-containing thin filaments into a lattice of

myosin-containing thick filaments in the sarcomere. The in-
teraction between the two filament systems, which is caused by
the formation of cross-bridge structures between actin filaments
and myosin heads, is controlled mainly by thin filament activa-
tion via calcium binding to the troponin–tropomyosin regulatory
complex (1, 2) but also by thick filament-associated proteins,
including myosin regulatory light chain (RLC) and myosin
binding protein-C (MyBP-C). The fine-tuning of cross-bridge
formation by these thick filament-associated proteins is abso-
lutely required for a normal cardiac function, which is well ex-
emplified by the fact that genetic mutations in these genes, as
well as those of β-myosin heavy chain, are associated with fa-
milial hypertrophic cardiomyopathy (HCM) (3, 4).
Cardiac MyBP-C (cMyBP-C), a thick myosin filament-associated

150-kDa protein comprised of eight Ig and three fibronectin-like
domains, designated C0 through C10 from the N terminus, is
thought to be involved in the modulation of cardiac contractility
by regulating cross-bridge formation (5–9). The functional im-
portance of this protein is also indicated by mutations in cMyBP-
C being the major leading cause of familial HCM (10). cMyBP-C
differs from its two skeletal isoforms by the presence of two
cardiac-specific domains in the N-terminal region: the C0 domain
at the N terminus and the M domain, a phosphorylatable motif,
positioned between the C1 and C2 domains. The N-terminal re-

gion (C0–C2 domains) harboring the cardiac-specific C0 and M
domains appears to play a pivotal role in regulating cardiac
contraction via direct binding to the myosin head or actin (9, 11,
12), although the molecular mechanism by which cMyBP-C
modulates the actomyosin function is still not fully understood.
We herein report the interaction of cMyBP-C with cardiac

formin Fhod3, a regulator of actin assembly in cardiac sarcomeres
(13–15). Formin family proteins, which contain the formin-
homology domains 1 and 2 (FH1 and FH2) in the C-terminal
half of the molecule, constitute a group of actin-nucleating fac-
tors and play crucial roles in controlling actin polymerization (16–
19). The FH2 domain, a central catalytic domain, directly binds to
actin molecules to facilitate actin filament nucleation and promote
polymerization, which is accelerated by the FH1-mediated re-
cruitment of profilin-actin dimer (20). Formins thus direct the
formation of straight actin filaments, such as stress fibers, filopo-
dia, and contractile rings during cytokinesis (21, 22). Fhod3, a
formin that is abundantly expressed in the heart, plays an essential
role in the regulation of the actin assembly in cardiac myofibrils
(13–15, 23). In addition, we recently showed that Fhod3 plays a
role in the maintenance of the normal cardiac function of the
perinatal and adult heart (24). However, the mechanism by which
Fhod3 functions in the sarcomere remains largely unknown.
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dynamic reorganization. Actin-containing thin filaments in
cardiac sarcomeres are no exception; they exhibit exchange of
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In the present study, we showed that the cardiac-specific
N-terminal Ig-like domain C0 of cMyBP-C directly interacts with
the N-terminal region of Fhod3, which is specific to the cardiac
isoform of Fhod3 but absent in the short isoform expressed in the
kidney and brain. The direct interaction seems to direct the lo-
calization of Fhod3 to the C-zone, since a short variant of Fhod3
lacking the region responsible for the cMyBP-C binding fails to
localize to the C-zone. In contrast, the actin-binding activity of the
FH2 domain, which was previously supposed to be responsible for
Fhod3 targeting (14), was shown to be dispensable for Fhod3
targeting to the C-zone, because a mutant Fhod3 defective in
binding to actin was also able to accumulate in the C-zone. Fur-
thermore, homozygous cMyBP-C–null mice exhibited a diffusely
distributed pattern of Fhod3 but not to the C-zone, indicating that
interaction with cMyBP-C is required for Fhod3 localization. This
mislocalization of Fhod3 is a clear phenotype at the sarcomere
level of cMyBP-C–null mice, a well-characterized mouse model of
cardiomyopathy with diastolic and systolic dysfunction. Because
Fhod3 is required for the functional maintenance of the cardiac
function (24), cardiac dysfunction in cMyBP-C–null mice might be
associated with the mislocalization of Fhod3. Indeed, the cardiac
phenotypes of cMyBP-C–null mice were exacerbated by Fhod3
overexpression but partially ameliorated by a reduction in the
Fhod3 proteins. These results support the current idea, although
other mechanisms besides mislocalization of Fhod3 are also pos-
sible. The present findings provide molecular insight into the
mechanism underlying the cMyBP-C–mediated modulation of
cardiac contractility.

Results
Colocalization of Cardiac Formin Fhod3 with cMyBP-C in the Cardiac
Sarcomere.We previously showed that the cardiac formin protein
Fhod3 localizes to the center of sarcomeres, specifically to the
zone where thin actin filaments overlap with thick myosin fila-
ments (13, 25, 26). Because the Fhod3 localization seems to be
restricted to the C-zone, a region in the central two-thirds of the
A-band (thick myosin filaments), we directly compared the lo-
calization pattern of Fhod3 with that of cMyBP-C, a structural
component of the C-zone (27), in primary cultures of embryonic
mouse cardiomyocytes. As shown in Fig. 1A, endogenous Fhod3
in cultured cardiomyocytes was completely colocalized with
cMyBP-C at the C-zone of the sarcomere. The striking colocali-
zation between endogenous Fhod3 and cMyBP-C was also ob-
served in frozen sections from adult mouse hearts (Fig. 1B). In
contrast, coimmunostaining with the anti-Fhod3 and anti-myosin
heavy chain revealed that Fhod3 protein is not distributed
throughout the A-band but strictly restricted only to the C-zone
(Fig. 1C), like cMyBP-C (Fig. 1D). The sarcomeric localization of
Fhod3 therefore appears to be related to the C-zone.
We next evaluated the role of the actin-binding activity of the

FH2 domain in the Fhod3 localization. The N-terminally tagged
Fhod3 mutant proteins carrying the I1127A and K1273D sub-
stitutions, both defective in actin-binding (13), showed the C-
zone pattern in neonatal rat cardiomyocytes (SI Appendix, Fig.
S1), suggesting that the actin-binding activity is dispensable for
the Fhod3 localization to the C-zone. To confirm the ex vivo
results and to exclude the possibility that the N-terminal tag
affects the proper localization, we further generated transgenic
mice expressing wild-type Fhod3 of the cardiac muscle isoform
(Fhod3CM-WT) and a mutant Fhod3CM carrying the I1127A
substitution (Fhod3CM-IA) without epitope tag under the con-
trol of the α-MHC promoter [Fhod3Tg(α-MHC–Fhod3CM-WT) and
Fhod3Tg(α-MHC–Fhod3CM-IA), respectively] (Fig. 1E). The expres-
sion of exogenous Fhod3CM-WT and Fhod3CM-IA was about
20- and 5-fold higher, respectively, than that of endogenous
Fhod3 (SI Appendix, Fig. S2). Consistently, the immunofluores-
cent signals for Fhod3 in sections from adult hearts of both
Fhod3Tg(α-MHC–Fhod3CM-WT) and Fhod3Tg(α-MHC–Fhod3CM-IA) mice

were much higher than that of endogenous Fhod3, which is de-
tected only by a long exposure (SI Appendix, Fig. S3). It should
be noted that intense signals for Fhod3 were observed in all
cardiomyocytes of Fhod3Tg(α-MHC–Fhod3CM-WT) mice, whereas in
Fhod3Tg(α-MHC–Fhod3CM-IA) mice, some cardiomyocytes showed strong
signals but others showed only weak signals comparable to endogenous
levels, indicating that the Fhod3CM-IA transgene is inactivated in
some cardiomyocytes (SI Appendix, Fig. S3). As shown in Fig. 1F and
SI Appendix, Fig. S3, the intense signals for Fhod3, which reflect the
localization of exogenously expressed Fhod3, showed a strong accu-
mulation at the C-zone not only in Fhod3Tg(α-MHC–Fhod3CM-WT) mice
but also in Fhod3Tg(α-MHC–Fhod3CM-IA) mice. The actin-binding ac-
tivity of FH2 domain therefore does not seem to mediate the Fhod3
accumulation to the C-zone in the cardiac sarcomere, suggest-
ing that unknown Fhod3-interacting proteins may mediate Fhod3
localization.

Mass Spectrometric Identification of Fhod3-Binding Proteins. To
identify Fhod3-interacting proteins that mediate Fhod3 locali-
zation, we performed immunoprecipitation experiments using a
cardiac lysate of transgenic mice expressing Fhod3CM-WT with
anti-Fhod3 antibodies (SI Appendix, Fig. S4). Precipitated pro-
teins were digested with trypsin and analyzed by liquid chroma-
tography and tandem mass spectrometry. We identified several
candidate proteins that were present in all three replicates from
the cardiac lysate, but had not been recovered from proteins
precipitated with control IgG. Among these candidates for
Fhod3-interacting proteins, we found cardiac cMyBP-C itself,
suggesting that Fhod3 forms a protein complex with cMyBP-C in
the cardiac sarcomere.

Fhod3 Interaction with cMyBP-C. To confirm the interaction be-
tween Fhod3 and cMyBP-C, we performed a coimmunoprecipita-
tion assay. As shown in Fig. 2A and SI Appendix, Fig. S5, anti-Fhod3
antibodies coprecipitated endogenous cMyBP-C with Fhod3 from
the heart lysates of transgenic mice expressing Fhod3CM-WT.
Similarly, anti–cMyBP-C antibody coprecipitated Fhod3 with
endogenous cMyBP-C from the same heart lysates (Fig. 2B). To
test the interaction between endogenous proteins, we further
performed a coimmunoprecipitation assay using cardiac lysates
of wild-type C57BL/6 mice and found that endogenous Fhod3
interacts with endogenous cMyBP-C in the heart (Fig. 2C). We next
explored which region of cMyBP-C mediates Fhod3 association.
cMyBP-C is a multidomain protein with 11 Ig or fibronectin-like
domains, designated C0 through C10 from the N terminus (SI
Appendix, Fig. S6A). The C-terminal region of cMyBP-C con-
stitutively binds to and stabilizes the thick myosin filament
through interactions with myosin rod or titin, whereas the
N-terminal so-called regulatory domains (C0C2) extend from the
thick filament to regulate the actin-myosin association (6). We
therefore prepared the N-terminal regions of cMyBP-C as GST-
fused proteins and performed an in vitro pull-down binding assay
using lysates of HEK 293 cells expressing various Fhod3 proteins
(Fig. 2D). As shown in Fig. 2E and SI Appendix, Fig. S7A, the full
length of Fhod3 [Fhod3CM(FL)] in the lysate of HEK293 cells
was effectively pulled down with GST–C0C2 and weakly pulled
down with GST–C0C1, indicating that the N-terminal region of
cMyBP-C is sufficient for Fhod3 association. In contrast, the full
length of Fhod3CM-S [Fhod3CM-S(FL)], a short-splice variant that
lacks 151 amino acids in the N-terminal region (23) (Figs. 1E and
2D) was not pulled down with either GST–C0C2 or GST–C0C1,
suggesting that the spliced-out N-terminal region of Fhod3 is re-
sponsible for the binding. Consistently, the N-terminal fragment of
Fhod3 [Fhod3CM(N)] was sufficiently pulled down with GST–
C0C1 or GST–C0C2 (Fig. 2F), but not with GST–C3C6 or GST–
C7C10 (SI Appendix, Fig. S6B). To further investigate whether
or not Fhod3 directly interact with cMyBP-C, we purified the
N-terminal region of Fhod3 proteins and performed an in vitro
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pull-down binding assay using the purified N-terminal regions of
cMyBP-C. As shown in Fig. 2G, the purified Fhod3CM(N) was
effectively pulled down with GST–C0C1 and GST–C0C2, but that
of Fhod3CM-S [Fhod3CM-S(N)] was not. Thus, Fhod3 directly
interacts with cMyBP-C, and this interaction is mediated by the
N-terminal regions of both Fhod3 and cMyBP-C.
To identify the domains in the N-terminal cMyBP-C respon-

sible for the interaction, we further prepared a series of smaller
fragments of cMyBP-C (Fig. 2H). C0C2 bound to Fhod3CM(N)
more strongly than C0C1 did (Fig. 2I and SI Appendix, Fig. S7B).
Deletion of the C0 domain resulted in a markedly reduced in-
teraction (Fig. 2I and SI Appendix, Fig. S8), whereas the
C0 domain alone was sufficient for strong binding to Fhod3 (Fig.
2I). Compared with the human cMyBP-C, the mouse homolog
has a unique N-terminal extension of eight amino acids (Gen-
Bank accession no. NM_008653). To exclude the possibility that
the interaction is mediated via the mouse-specific N-terminal
sequence, we further prepared the N-terminally truncated core
C0 domain (cC0), which corresponds to the human C0 domain (Fig.

2J). As shown in Fig. 2K, cC0 sufficiently bound to Fhod3CM(N),
indicating that the N-terminal extension specific to mice is dis-
pensable for the interaction. In contrast, the addition of the P/A
region to C0 or to cC0 attenuates the interaction, indicating that the
P/A region seems to negatively regulate the binding. The extent of
the inhibitory effect of the P/A region seems higher in the case of
cC0P than that of C0P (SI Appendix, Fig. S7C), possibly suggesting
that the inhibitory effect of the P/A region is attenuated by the
presence of the N-terminal extension. The M and C2 domains might
also attenuate the inhibitory effect. These findings indicate that the
core C0 domain of cMyBP-C is sufficient for the interaction with
Fhod3, whereas the binding may be regulated by other domains in a
complex manner and differently in mice and human.

Mode of Interaction of the C0 Domain of cMyBP-C with the N-
Terminal Region of Fhod3. Phosphorylation of the M domain of
cMyBP-C is known to modulate the interaction of cMyBP-C with
the thin and thick filaments, thereby affecting the cross-bridge
cycle and cardiac hemodynamics (5). In addition, familial HCM

CA

B mergephalloidin MF20 merge

MF20 mergeFhod3Fhod3

cMyBP-C

mergecMyBP-C

D

primary culture

Fhod3 cMyBP-C

F

FH1

FH2

3 5 13
11

82521251
021 166 6274 23918 1714 7201 18 24229 122

E

Fhod3CM

Fhod3CM-S

T(D/E)5XE

Ile

*

*Fhod3CM-IA
I1127A

Exon
structure

Domain
structure

Tg (Fhod3CM-IA)Tg (–) Tg (Fhod3CM-WT)

Fh
od

3
-a

ct
in

in
m

er
ge

1127

Fig. 1. Colocalization of Fhod3 with cMyBP-C in the cardiac sarcomere. (A) Primary culture of embryonic C57BL/6 mouse cardiomyocytes was subjected to
immunofluorescent double staining for endogenous Fhod3 [anti–Fhod3-(650–802); red] and cMyBP-C (green). (Scale bar, 5 μm.) (B) Sections of adult hearts
from C57BL/6 mice were subjected to immunofluorescent staining for Fhod3 [anti–Fhod3-(650–802); red] and cMyBP-C (green) followed by phalloidin staining
(not depicted in merge). (Scale bar, 5 μm.) (C and D) Sections of adult hearts from C57BL/6 mice were subjected to immunofluorescent staining for myosin
heavy chain (green) and Fhod3 [anti–Fhod3-(650–802)] (C) or cMyBP-C (D) (red). (Scale bars, 5 μm.) (E) Schematic presentation of exon structure (Top), domain
structure (Middle), and various constructs (Bottom) of mouse Fhod3. Alternative splicing exons 11, 12, and 25 are indicated by gray boxes (Top). The al-
ternative splicing regions are in gray boxes, and the residue responsible for actin binding (Ile1127) is indicated by asterisk (Middle). Adapted with permission
from ref. 25. (F) Sarcomeric localization of endogenous and exogenous Fhod3 in the heart. Sections of adult hearts from nontransgenic mice (Left) and from
transgenic mice expressing Fhod3CM-WT (Center) and Fhod3CM-IA (Right) were subjected to immunofluorescent double staining for Fhod3 [anti–Fhod3-
(650–802); red] and α-actinin (green). Images were taken under the same conditions except with photomultiplier tubes (PMT) voltage (800 and 600 V for
nontransgenic and transgenic mice, respectively). (Scale bar, 5 μm.)
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missense mutations have been identified in the M domain (10).
To determine whether phosphorylation or a mutation in the M
domain affects the interaction between Fhod3 and cMyBP-C, we
prepared various mutant fragments of cMyBP-C and examined
the interaction with Fhod3 (Fig. 3A). Nonphosphorylatable ala-
nine substitutions (3SA and 4SA) or phosphorylation mimetic
substitutions (3SD and 4SD) for serines in the M domain had no
effect on the binding. The HCM missense mutations in the M
domain (R279H and R288W: corresponding to R273H and
R282W in human cMyBP-C, respectively) also did not cause any

effects. Thus, no substitutions in the M domain examined
showed any effects on the interaction with Fhod3.
We further investigated the effect of substitutions in the

C0 domain. Similar to the HCM mutations in the M domain,
those in the C0 domain, G13R and R43W (corresponding to
G5R and R35W in human cMyBP-C, respectively), did not affect
the interaction (Fig. 3 B and C). In contrast, substitutions of
lysine or arginine residues positioned on the surface of the
C0 domain (28) to glutamate effectively abolished the interac-
tion. Because the electrophoretic mobility of mutant proteins is
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Fig. 2. Interaction between Fhod3 and cMyBP-C. (A and B) Proteins in lysates of hearts from transgenic mice expressing Fhod3CM-WT were immunopre-
cipitated with the anti–Fhod3-C-20 (A) or the anti–cMyBP-C (B) antibodies, and then analyzed by immunoblot with the indicated antibodies. Uncropped
images are shown in SI Appendix, Fig. S5. (C) Proteins in lysates of hearts from nontransgenic C57BL/6 mice were immunoprecipitated with the anti–Fhod3-C-
20 or control IgG, and then analyzed by immunoblot with the anti–cMyBP-C antibody. Uncropped images are shown in SI Appendix, Fig. S5. (D) Schematic
structures of various Fhod3 constructs used in the present pull-down binding assay (E–K). (E) FLAG-tagged Fhod3CM(FL) or Fhod3CM-S(FL) in the lysate of
HEK-293F cells (input) was incubated with GST–cMyBP-C (C0C1 or C0C2) or GST alone and pulled down with glutathione-Sepharose 4B beads. Precipitated
proteins were subjected to SDS/PAGE and analyzed by immunoblot with the anti-FLAG antibody (Upper) or stained with Coomassie Brilliant Blue (CBB)
(Lower). Positions for marker proteins are indicated in kilodaltons. (F) FLAG-tagged full-length (FL) or N terminus (N) of Fhod3CM in the lysate of HEK-293F
cells (input) was incubated with GST–cMyBP-C (C0C1 or C0C2) or GST alone and pulled down with glutathione-Sepharose 4B beads. Precipitated proteins were
analyzed as in E. (G) Purified N-terminal region of Fhod3 proteins [Fhod3CM(N) or Fhod3CM-S(N)] tagged with FLAG was incubated with GST–cMyBP-C
(C0C1 or C0C2) or GST alone and pulled down with glutathione-Sepharose 4B beads. Precipitated proteins were analyzed as in E. (H and J) Schematic
structures of various cMyBP-C constructs used in I and J, respectively. (I and K) FLAG-tagged Fhod3CM(N) in the lysate of HEK-293F cells was incubated with
indicated GST-fused fragments of cMyBP-C and pulled down with glutathione-Sepharose 4B beads. Precipitated proteins were analyzed as in E. The ar-
rowheads indicate the position of Fhod3CM(N).
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not markedly altered, these substitutions of surface residues are
expected not to cause major structural changes. Intriguingly, the
residues responsible for Fhod3 binding (Fig. 3D) partially over-
lapped with those for binding to the RLC of myosin (28), sug-
gesting that the interaction between Fhod3 and cMyBP-C is
affected by the presence of myosin. Indeed, as shown in Fig. 3E,
heavy meromyosin attenuated the interaction in a dose-dependent
manner, suggesting the possibility that the C0C2-mediated bind-
ings to Fhod3 and myosin are mutually exclusive. Furthermore, we
titrated in different concentrations of Fhod3CM(N) to estimate a
dissociation constant (Fig. 3F) and found that Fhod3CM(N)
bound to the C0 domain in a concentration-dependent manner
with an estimated Kd value of about 0.8 μM (Fig. 3G). Although
the binding affinity of cMyBP-C for Fhod3 is higher than that for
the RLC of myosin (28) or for the S2 segment of myosin (29),
cumulative contribution of the RLC and S2 segment may affect
the overall affinity of myosin head. Thus, the cardiac formin
Fhod3 interacts with cMyBP-C via a charge-dependent interaction
between the N-terminal region of Fhod3 and the cardiac-specific
C0 domain of cMyBP-C.

Role of the Interaction with cMyBP-C in Fhod3 Localization. We next
investigated whether or not the interaction between Fhod3 and
cMyBP-C is required for the in situ localization of Fhod3 in the
sarcomeres. To investigate this, we generated transgenic mice
expressing the short form (Fhod3CM-S) (Fig. 1E), defective in
binding to cMyBP-C (Fig. 2E), under the control of the α-MHC
promoter [Fhod3Tg(α-MHC–Fhod3CM-S)]. From over 200 injections,
we obtained only one transgenic line expressing Fhod3CM-S
protein at a low level (SI Appendix, Fig. S9 A and B). In the

Fhod3CM-S–expressing cells shown in Fig. 4A and SI Appendix,
Fig. S3, the intense signals for Fhod3, which reflect the locali-
zation of exogenously expressed Fhod3CM-S, distributed in a
diffuse pattern and failed to show the characteristic localization
pattern to the C-zones. Consistent with this observation, the N-
terminally tagged short variant of Fhod3 also failed to localize at
the C-zone in neonatal rat cardiomyocytes (SI Appendix, Fig. S1)
(13). Thus, the binding with cMyBP-C seems to be necessary for
the in situ localization of Fhod3 in the sarcomeres. It should be
noted that Fhod3CM-S was expressed only in a small sub-
population of cardiomyocytes in the cardiac section (SI Appen-
dix, Fig. S3), indicating that, similar to Fhod3CM-IA, the
Fhod3CM-S transgene is inactivated in some cardiomyocytes.
Although the precise mechanism for this is presently unknown, a
toxicity of the aberrant Fhos3CM-S protein dislocated from the C-
zone may explain the reason. Full expression of the toxic peptide
in the cardiomyocytes is supposed to impair normal cardiac de-
velopment and result in lethality. If the exogenous expression of
the toxic peptide is suppressed by inactivation of the transgene,
the lethality could be overcome. Indeed, the obtained transgenic
line expressing Fhod3CM-S protein at a very low level appears
phenotypically normal (SI Appendix, Fig. S9 C and D).
To confirm the crucial role of the interaction with cMyBP-C

on Fhod3 localization in the physiological state, we prepared
cMyBP-C–null mice from cMyBP-C mutant mice carrying the
targeted trap allele (SI Appendix, Fig. S10). The cMyBP-C–null
mice showed cardiomyopathic changes at morphological and
histological levels (Fig. 5 D and F and SI Appendix, Figs. S10 C
and D and S14) but did not display any significant alterations in
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the sarcomere structure (SI Appendix, Fig. S13), which is in line
with previous reports (30–33). Consistent with our hypothesis, in
the cardiac section of the cMyBP-C–null mice shown in Fig. 4C
and SI Appendix, Fig. S11, Fhod3 did not show a periodic ac-
cumulation pattern, but instead demonstrated a diffuse distri-
bution, although the expression level of Fhod3 was not affected
in the cMyBP-C–null mice (Fig. 4B). Thus, cMyBP-C is required
for the characteristic localization of Fhod3 to the C-zone in the
sarcomere. Furthermore, these findings raise the intriguing
question of whether or not the mislocalization of Fhod3 is re-
sponsible for the pathogenesis of cardiomyopathy in cMyBP-C–
null mice.

Exacerbation of Cardiac Dysfunction by Overexpression of Fhod3 in
cMyBP-C–Null Mice. To investigate the physiological significance of
Fhod3 anchoring to the C-zone and to explore the consequences of
Fhod3 mislocalization, we examined the effect of Fhod3 over-
expression in cMyBP-C–null mice. If the cardiomyopathic phenotype
of cMyBP-C–null mice worsens by overexpression of Fhod3, the
aberrant Fhod3 protein is likely toxic, possibly in a similar manner to
that of the Fhos3CM-S protein. By crossing cMyBP-C–null mice with
transgenic mice expressing wild-type Fhod3 (Fhod3CM) under the
control of the α-MHC promoter [Fhod3Tg(α-MHC–Fhod3CM)], we
generated cMyBP-C–null mice overexpressing Fhod3 in the heart
[Mybpc3−/−;Fhod3Tg(α-MHC–Fhod3CM)] (Fig. 5A). As shown in Fig.
5B, theseMybpc3−/−;Fhod3Tg(α-MHC–Fhod3CM) pups all died around
2 wk after birth. Although the heart-to-body weight ratio at
postnatal day 9 (P9) did not differ significantly between Mybpc3−/−;
Fhod3Tg(α-MHC–Fhod3CM) mice and Mybpc3−/− mice (Fig. 5C),
dilatation of the right ventricle with severe liver congestion
was evident (Fig. 5 D, E, and G), suggesting that Mybpc3−/−;
Fhod3Tg(α-MHC–Fhod3CM) mice died due to cardiac failure. In con-
trast, lung congestion was not apparent (SI Appendix, Fig. S12).
Disarray of cardiomyocytes, which is a characteristic change for
cMyBP-C–null heart (31, 32), was also more prominent in
Mybpc3−/−;Fhod3Tg(α-MHC–Fhod3CM) mice (Fig. 5F). Consistent
with these findings, the expression of the cardiac remodeling-
associated fetal genes was significantly elevated in Mybpc3−/−;
Fhod3Tg(α-MHC–Fhod3CM) mice compared with Mybpc3−/− mice (Fig.
5 H and I). Thus, the overexpression of Fhod3 seems to induce
exacerbation of cardiac dysfunction in cMyBP-C–null mice, al-
though it does not affect the cardiac function of wild-type mice.

Disorganization of the Sarcomeric Structure Due to Overexpression of
Fhod3 in the cMyBP-C–Null Heart. To clarify the mechanism by
which Fhod3 overexpression induces the exacerbation of cardiac
dysfunction only in cMyBP-C–null mice, we examined the sarco-

mere structure in the heart of Mybpc3−/−;Fhod3Tg(α-MHC–Fhod3CM)

mice. There were no significant differences in sarcomeric struc-
tures comprising the Z-line marked with the antibody to α-actinin
and thin actin filaments stained with phalloidin (SI Appendix, Fig.
S13). However, somewhat to our surprise, the localization pattern
of Fhod3 showed striking differences; the intense signals for
overexpressed Fhod3 in Mybpc3−/−;Fhod3Tg(α-MHC–Fhod3CM) mice
distributed in a periodic pattern despite the absence of cMyBP-C,
although weak signals for endogenous Fhod3 in Mybpc3−/− mice
distributed diffusely in the absence of cMyBP-C (Fig. 6A), as al-
ready shown in Fig. 4C. Intriguingly, the periodic pattern of
overexpressed Fhod3 in cMyBP-C–null mice was apparently dif-
ferent from the characteristic C-zone pattern of endogenous
Fhod3 or that of overexpressed Fhod3 in wild-type mice; the ac-
cumulation of overexpressed Fhod3 in cMyBP-C–null mice was
not restricted to the central C-zone, but it expanded to the outer
peripheral region of the A-band. The difference in localization
pattern was evident in line scan graphs of fluorescent intensity
along the long axis of sarcomeres (Fig. 6B). The width of the
Fhod3 distribution pattern (full-width at half-maximum, FWHM)
was significantly larger in Mybpc3−/−;Fhod3Tg(α-MHC–Fhod3CM)

mice than in Fhod3Tg(α-MHC–Fhod3CM) mice (Fig. 6 C and D). Thus,
in the absence of cMyBP-C, overexpressed Fhod3 protein, seems
to distribute along the entire region of the A-band.
To determine the consequences of the abnormal distribution

of Fhod3 throughout the entire A-band, we further examined the
ultrastructure of sarcomeres using transmission electron mi-
croscopy. Fhod3 overexpression in the presence of cMyBP-C did
not affect the ultrastructure of sarcomeres: intact sarcomeres
with Z-lines, M-lines, and A-bands were observed (Fig. 6E).
Depletion of cMyBP-C per se also did not alter the sarcomere
organization (Fig. 6E) as previously reported (30–32). In con-
trast, in Fhod3-overexpressing cMyBP-C–null mice, disorder of
the array of myosin filaments was observed: gaps between thick
filaments are frequently detected at the center of the sarcomere
(Fig. 6E). In some sarcomeres, thick filaments appear to be
bundled or clumped at the level of the M-line, suggesting the
disordering of hexagonal myosin filament lattice. Consistent with
this, cross-sections of sarcomeres showed disorder of the hex-
agonal lattice of myosin filaments in Fhod3-overexpressing
cMyBP-C–null mice at the level of the M-line or of non-
overlapping regions that contained only thick filaments (Fig. 6F).
Thus, an overexpression of Fhod3 in the cMyBP-C–null heart
induces the abnormal accumulation of Fhod3 to the entire A-
band, thereby leading to a loss of sarcomeric integrity, which may
be responsible for the cardiac dysfunction and death of those
mice. These findings suggest that an excess amount of aberrant
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Fig. 4. Interaction between Fhod3 and cMyBP-C is required for Fhod3 localization to the C-zone. (A) Sarcomeric localization of Fhod3CM-S in the heart.
Sections of adult hearts from transgenic mice expressing Fhod3CM-S were subjected to immunofluorescent double staining for Fhod3 [anti–Fhod3-(650–802);
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Fhod3 functions deleteriously as a toxic peptide in cMyBP-C–
null mice.

Modulation of the Cardiac Function in cMyBP-C–Null Mice by Reduced
Fhod3 Protein Levels. To evaluate the pathogenic role of the ab-
errant Fhod3 in cMyBP-C–null mice, we finally investigated the
effect of the reduction of Fhod3 protein levels in cMyBP-C–null
mice. By crossing cMyBP-C–null mice with heterozygous Fhod3
knockout mice (Fhod3+/−) (15), we generated cMyBP-C–null
mice expressing half the normal amount of Fhod3 protein
(Mybpc3−/−;Fhod3+/−) (Fig. 7A). Although no significant differ-
ence in the long-term survival over a year was observed between
Mybpc3−/−;Fhod3+/− mice and Mybpc3−/−;Fhod3+/+ mice, about
50% of Mybpc3−/−;Fhod3+/− mice were alive at the time point
when all Mybpc3−/−;Fhod3+/+ mice died (Fig. 7B). The heart-to-
body weight ratio of Mybpc3−/−;Fhod3+/− mice at 16 wk was
significantly lower than that in Mybpc3−/−;Fhod3+/+ mice (Fig.
7C). The expression of the cardiac remodeling-associated fetal
gene β-MHC was consistently decreased in Mybpc3−/−;Fhod3+/−

mice compared with Mybpc3−/−;Fhod3+/+ mice, although differ-
ences in the expressions of ANF and BNP were not statistically
significant (Fig. 7D). An echocardiographic analysis revealed
that a reduction of the ventricular ejection fraction observed in
cMyBP-C–null mice was slightly but significantly recovered
in Mybpc3−/−;Fhod3+/− mice (Fig. 7E). Although the changes in
ventricular dimensions were not significant, the ventricular wall
thickening was significantly recovered in Mybpc3−/−;Fhod3+/−

mice (Fig. 7E). Consistent with this, the width of individual
cardiomyocytes was significantly reduced in Mybpc3−/−;Fhod3+/−

mice (Fig. 7F). Such improvement was also observed at 36 wk of
age (SI Appendix, Fig. S14). Thus, reductions in protein levels of
Fhod3 in cMyBP-C–null mice appeared to partially antagonize
the hypertrophic changes in cMyBP–C-null mice.

Discussion
In the present study, we show that the cardiac formin Fhod3
directly interacts with the cardiac isoform of MyBP-C; the
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Fig. 5. Physiological effects of transgenic overexpression
of Fhod3 in cMyBP-C–null mice. (A) Immunoblot anal-
ysis of Fhod3, cMyBP-C, and α-tubulin using whole
heart tissue lysates from wild-type (Mybpc3+/+), Fhod3-
Tg [Mybpc3+/+;Fhod3Tg(WT)], cMyBP-C–null (Mybpc3−/−),
and cMyBP-C–null mice overexpressing Fhod3 [Mybpc3−/−;
Fhod3Tg(WT)] at P9. (B) Survival curves of mice of the
indicated genotypes [Mybpc3+/+, n = 52; Mybpc3+/+;
Fhod3Tg(WT), n = 38; Mybpc3−/−, n = 50; Mybpc3−/−;
Fhod3Tg(WT), n = 52]. (C ) Heart-to-body weight ratio of
cMyBP-C–null mice overexpressing Fhod3 [Mybpc3−/−;
Fhod3Tg(WT), n = 23] and control mice [Mybpc3+/+, n =
30; Mybpc3+/+;Fhod3Tg(WT), n = 14; Mybpc3−/−, n = 24] at
P9. Values are means (long bars) ± SEM (short bars). *P <
0.001; N.S., not significant. (D–F) Histological analysis of
hearts and livers of cMyBP-C–null mice overexpressing
Fhod3 [Mybpc3−/−;Fhod3Tg(WT)] and control mice at P9.
Short-axial sections of hearts (D), liver tissues (E), and short-
axial–sectioned lateral wall of the left ventricles (F) were
stained with H&E. (Scale bars: 1 mm in D and E and 100 μm
in F.) (G) Liver-to-body weight ratio of cMyBP-C–null mice
overexpressing Fhod3 [Mybpc3−/−;Fhod3Tg(WT), n = 7] and
control mice (Mybpc3+/+, n = 7; Mybpc3−/−, n = 7) at P9.
Values are means (long bars) ± SEM (short bars). *P <
0.001, †P < 0.01, ‡P < 0.05. (H and I) Quantitative real-time
PCR analysis of fetal cardiac gene expression in cMyBP-C–
null mice overexpressing Fhod3 [Mybpc3−/−;Fhod3Tg(WT),
n = 11] and control mice [Mybpc3+/+, n = 8; Mybpc3+/+;
Fhod3Tg(WT), n = 7; Mybpc3−/−, n = 9] at P9. Values are
means (long bars) ± SEM (short bars). Nppa, encoding ANF;
Gapdh, encoding GAPDH; Nppb, encoding BNP. *P < 0.001,
†P < 0.01.
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interaction is mediated via cardiac isoform-specific regions of both
proteins. It seems that cMyBP-C serves as a Fhod3-anchoring
protein, because homozygous cMyBP-C–null mice exhibit the
diffusely distributed pattern of Fhod3 instead of showing
Fhod3 accumulation to the C-zone. Furthermore, a short variant
of Fhod3 lacking the region responsible for the cMyBP-C bind-
ing fails to localize to the C-zone, indicating that this binding is
required for the precise localization of Fhod3. Given that Fhod3 is
required for functional maintenance of the heart (24), cardiac
dysfunction caused by cMyBP-C depletion may be associated with
the mislocalization of Fhod3. Consistent with this idea, the car-
diomyopathic changes observed in cMyBP-C–null mice are exac-
erbated by Fhod3 overexpression, whereas the cardiac phenotypes
are partially improved by the reduction of Fhod3 protein levels.
The present results offer a molecular and functional link between
Fhod3 and cMyBP-C in the cardiac sarcomere.
Fhod3, a formin that is abundantly expressed in the heart, plays

an essential role in the regulation of the actin assembly in cardiac
myofibrils (13–15). In addition, we recently showed that Fhod3
plays a role in the maintenance of the normal cardiac function of
the adult heart (24). Interestingly, despite its ability to associate
with the barbed end of actin filaments, Fhod3 does not actually
accumulate at the Z-line where the barbed ends of thin actin fila-
ments are anchored, instead exhibiting a unique localization pattern
at the C-zone (13, 25, 26). The mechanism underlying this para-
doxical localization of Fhod3 has been unclear, but the present
study shows that the sarcomeric accumulation of Fhod3 at the
C-zone is not determined by the actin binding activity of the
FH2 domain but by the direct interaction with cMyBP-C. Although
Iskratsch et al. (14, 34) have previously shown that CK2-mediated
phosphorylation of the FH2 domain of Fhod3 is required for its
localization, the relationship between Fhod3 phosphorylation and
cMyBP-C binding is presently unknown.
The physiological role of Fhod3 at the C-zone is still largely

unclear. One intriguing speculation is that Fhod3 is involved in
the reorganization of actin filaments, possibly through the end-
to-end annealing to the pointed end of thin filaments, as dis-
cussed in our previous papers (13, 15, 26), because thin actin
filaments at the C-zone, where the cross-bridge occurs, are
expected to be damaged by repetitive myosin-driven forces. In-
deed, the contractility-dependent reorganization of actin fila-
ments has been observed in cardiomyocytes (35, 36). Fhod3 is
also expected to participate in the regulation of cross-bridge
kinetics because it interacts directly with the N-terminal C0 do-
main of cMyBP-C, which mediates cross-bridge modulation via
direct interaction with actin and myosin (11, 12, 37). Although
the functional link between actin dynamics and cross-bridge
regulation in the sarcomere is presently unknown, the in-
teraction of Fhod3 with cMyBP-C may represent a novel mode
of regulation of cardiac contractility.
Because the N-terminal fragment of Fhod3 interacts with cMyBP-

C more strongly than the full-length Fhod3 does (Fig. 2F and SI
Appendix, Fig. S7A), it seems likely that the binding of Fhod3 to
cMyBP-C is regulated by a conformational change in Fhod3. It has
been shown that Fhod1, a nonmuscle homolog of Fhod3, is usually
kept in an inactive form through intramolecular interaction and can
be activated by phosphorylation of the C-terminal region (38). Be-
cause the C-terminal region of Fhod3 is also phosphorylated and
can be inactivated via intramolecular interaction (34), the phos-
phorylation of Fhod3 at the C-terminal region may induce a con-
formational change in Fhod3, thereby regulating its interaction with
cMyBP-C. In addition, the binding also may be affected by a con-
formational change in the N-terminal region of cMyBP-C. Because
phosphorylation alters the conformation of the N-terminal domains
C0–C2 (39, 40), it is possible that the interaction between Fhod3
and cMyBP-C undergoes phosphorylation-dependent regulation,
albeit substitutions for serine residues within the M domain had no
effect on the interaction (Fig. 3A).
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Fig. 6. Sarcomeric effects of transgenic overexpression of Fhod3 in cMyBP-
Cvnull mice. (A) Sarcomeric localization of endogenous and exogenous
Fhod3 in the mouse heart at P9. Sections of hearts from mice of the in-
dicated genotypes were subjected to immunofluorescent double staining for
Fhod3 [anti–Fhod3-(650–802); red] and α-actinin (green). (Scale bar, 5 μm.)
(B) Fluorescence intensity profiles in a line scan of sarcomeres. Line scan
profiles of fluorescence intensities for the anti–α-actinin antibody (green)
and the anti–Fhod3-(650–802) (red) are generated from immunofluorescent
images of Upper panels. Green arrowheads and red two-headed arrows
indicate the positions of Z-lines and the range of Fhod3 staining, re-
spectively. (C) Representative fitting curves for Fhod3 intensity profiles in a
line scan of sarcomeres from mice with the indicated genotypes. (D) The
FWHM of Fhod3 intensity profiles in cMyBP-C–null mice overexpressing
Fhod3 [Mybpc3−/−;Fhod3Tg(WT), n = 32] and control mice [Mybpc3+/+;
Fhod3Tg(WT), n = 36]. *P < 0.001. (E ) Electron micrographs of longitudinal
sarcomere sections of the mouse heart at P9. [Scale Bar: 2 μm (Upper) and
500 nm (Lower).] (F ) Electron micrographs of cross-sections of sarcomeres
at the level of M-line or of nonoverlap region. The red arrowhead indicates
the area where thick filaments are missing. (Scale bar, 100 nm.)
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Although cMyBP-C–null mice show impairment of diastolic
and systolic function with disarray of cardiomyocytes, no specific
changes in the sarcomeric structure, including the striation of
myosin heavy chain and titin (32) or ultrastructure of Z-lines, M-
lines, and A-bands (31), have been detected. In the present
study, we found that, in the sarcomere of cMyBP-C–null mice,
Fhod3 fails to localize to the C-zone and distributes diffusely
(Fig. 4C). The aberrant mislocalization of Fhod3 detected in the
present study is a major structural change in the sarcomeres of
cMyBP-C–null mice. Since a reduction in the protein levels of
Fhod3 partially antagonizes the hypertrophic changes in cMyBP-
C–null mice (Fig. 7), cardiac dysfunction caused by cMyBP-C
depletion may be associated with adverse effects of mis-
localized Fhod3. This hypothesis is supported by the finding that
Fhod3 overexpression exacerbates cardiomyopathic changes in
cMyBP-C–null mice (Figs. 5 and 6), although we cannot exclude
the possibility that Fhod3 overexpression acts as a nonspecific
second stressor. In addition, it may be possible that mis-
localization of Fhod3 is involved specifically in cMyBP-C–related
cardiomyopathy, since Fhod3 localization is not affected in the
hearts of some cardiomyopathy patients (25). On the other hand,
the majority of human patients with cMyBP-C–related cardio-
myopathy are heterozygous, and those patients have a decreased
amount of normal cMyBP-C protein. It should be investigated in

the future whether such a decrease in the amount of cMyBP-C
protein induces mislocalization of Fhod3, as discussed below.
Somewhat unexpectedly, overexpressed Fhod3 is not diffusely

distributed, but instead accumulates at the A-band in the
cMyBP-C–null heart. Although the reason for this accumulation
is presently unknown, Fhod3 may have an intrinsic activity to
bind myosin thick filaments besides cMyBP-C. In contrast to the
accumulation of overexpressed Fhod3 at the A-band in the
cMyBP-C–null heart, overexpressed Fhod3 in the presence of
cMyBP-C was strictly colocalized with cMyBP-C at the C-zone
(Fig. 1F) like endogenous Fhod3, despite high amounts of
Fhod3 protein. Because cMyBP-C is a major sarcomeric protein
constituting 2% of myofibrillar mass (41), sarcomeres may thus
have a sufficient capacity for tethering an excess of Fhod3 pro-
tein to the C-zone. This seems to be the reason why over-
expression of Fhod3 per se does not affect the cardiac function
despite the toxicity of aberrant Fhod3. One important role of
cMyBP-C may therefore be to tether Fhod3 to the C-zone to
avoid the adverse effects of aberrant Fhod3.
The mislocalization of Fhod3 to the A-band in cMyBP-C–null

mice seems to be harmful for the cardiac function, although the
precise mechanism by which aberrant Fhod3 functions as a toxic
factor at the A-band is presently unknown. Judging from the
ultrastructural changes in the alignment of thick myosin filaments
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Fig. 7. Effect of heterozygous deletion of Fhod3 in
cMyBP-C–null mice. (A) Cardiac lysates from mice of
the indicated genotypes at 16 wk were analyzed by
immunoblot with antibodies against Fhod3 (anti–
Fhod3-C-20), cMyBP-C, and α-tubulin. (B) Survival
curves of mice of the indicated genotypes (Mybpc3+/+,
n = 21;Mybpc3+/+;Fhod3+/−, n = 69;Mybpc3−/−, n = 71;
Mybpc3−/−;Fhod3+/−, n = 52). (C) Heart-to-body weight
ratio of mice of the indicated genotypes (Mybpc3+/+,
n = 17; Mybpc3+/+;Fhod3+/−, n = 5; Mybpc3−/−, n = 12;
Mybpc3−/−;Fhod3+/−, n = 17) at 16 wk. Values are
means (long bars) ± SEM (short bars). *P < 0.001; N.S.,
not significant. (D) Quantitative real-time PCR analysis
of fetal cardiac gene expression in mice with the in-
dicated genotypes (Mybpc3+/+, n = 8; Mybpc3+/+;
Fhod3+/−, n = 12; Mybpc3−/−, n = 9; Mybpc3−/−;
Fhod3+/−, n = 14) at 16 wk. Values are means (long
bars) ± SEM (short bars). Myh7, encoding β-MHC;
Gapdh, encoding GAPDH; Nppa, encoding ANF;
Nppb, encoding BNP. *P < 0.001, †P < 0.01, ‡P <
0.05; N.S., not significant. (E ) Echocardiography
analysis of hearts of mice with the indicated geno-
types (Mybpc3+/+, n = 6; Mybpc3+/+;Fhod3+/−, n = 9;
Mybpc3−/−, n = 6;Mybpc3−/−;Fhod3+/−, n = 8) at 16 wk.
Values are means (long bars) ± SEM (short bars). IVS,
interventricular septum thickness; LVEF, left ventricular
ejection fraction. *P < 0.001, †P < 0.01, ‡P < 0.05; N.S.,
not significant. (F) The width of cardiomyocyte at the
nuclei level by wheat-germ agglutinin staining of left
ventricle septum from mice of the indicated geno-
types (Mybpc3+/+, n = 58; Mybpc3+/+;Fhod3+/−, n =
58; Mybpc3−/−, n = 68; Mybpc3−/−;Fhod3+/−, n = 67)
at 16 wk was estimated by wheat-germ agglutinin
staining. Values are means (long bars) ± SEM (short
bars). *P < 0.001, †P < 0.01; N.S., not significant.
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(Fig. 6 E and F), accumulated Fhod3 protein may affect the cross-
bridge formation. The detailed mechanism should therefore be
elucidated in future studies.

Materials and Methods
Transgenic mice expressing wild-type Fhod3CM [Fhod3Tg(α-MHC–Fhod3CM)], a
mutant Fhod3CM-IA [Fhod3Tg(α-MHC–Fhod3CM-IA)], or a short variant Fhod3CM-
S [Fhod3Tg(α-MHC–Fhod3CM-S)] under the control of α-MHC promoter were also
generated on a C57BL/6 background. Mice carrying theMybpc3tm1a(EUCOMM)Hmgu

allele [B6Dnk;B6N-Mybpc3tm1a(EUCOMM)Hmgu/H] were obtained from the Euro-
pean Mouse Mutant Archive. All of the experimental protocol was approved
by the Animal Care and Use Committee of Kyushu University (Permit no.
A26-102) and the Animal Care and Use Committee of University of Miyazaki
(Permit no. 2014-526-3). All mice were housed and maintained in a specific
pathogen-free animal facility at Kyushu University or at University of
Miyazaki, and all efforts were made to minimize the number of animals
used and their suffering. A detailed description of the materials and
methods used in this study is provided in SI Appendix, Supplemental Ma-
terials and Methods.
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SI Appendix 

 

Supplemental Materials and Methods 

 

DNA 

The cDNA fragments encoding mouse Fhod3 of cardiac muscle isoform (Fhod3CM) of 1,586 

amino acids that contains all the 28 exons (previously designated as Fhod3-T(D/E)5XE(+) in 

(1)) (Fig. 1E) and mouse Fhod3CM-IA carrying the I1127A substitution (2) were prepared as 

previously described (1, 2). The cDNA fragment for mouse Fhod3CM-S that contains all 

exons except exons 11 and 12 (Fig. 1E) was constructed from cDNAs for Fhod3CM and 

Fhos2S of 1,427 amino acids that lacks exons 11, 12, and 25 (3). The cDNA for the 

N-terminus (amino acids 1–569) of Fhod3CM and that of Fhod3CM-S (Fig. 2D) were 

constructed by PCR using the cDNAs encoding mouse Fhod3CM and Fhod3CM-S, 

respectively. The cDNA for mouse cMyBP-C (NM_008653) was obtained by RT-PCR using 

RNAs prepared from the mouse heart. The DNA fragments encoding various lengths of 

cMyBP-C were prepared by PCR using the full-length cDNA. Mutations leading to the 

indicated amino acid substitutions were introduced by PCR-mediated site-directed 

mutagenesis. The cDNAs were ligated to pGEX-6P (GE Healthcare) or pEF-BOS for 

expression as GST fusion protein in Escherichia coli or for expression in HEK-293F cells as 

an N-terminally FLAG–tagged protein, respectively. All the constructs were sequenced for 

confirmation of their identities. 

 

Mice 

Transgenic mice expressing wild-type Fhod3CM (Fhod3Tg(α-MHC-Fhod3CM)) under the control of 

the α-myosin heavy chain (α-MHC) promoter, a generous gift from Dr. Jeffery Robbins 
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(Cincinnati Children’s Hospital Medical Center) (4), were generated on a C57BL/6 

background. Four different founder mice expressing wild-type Fhod3CM were obtained, but 

only three mice survived to reproductive age (#1, #8, and #11); expression level of exogenous 

Fhod3 in the transgenic mice was twenty-fold more than that of endogenous Fhod3 (Fig. S2). 

Data obtained from the line #1 were shown in the present study, while other lines showed 

essentially the same results. Transgenic mice expressing a mutant Fhod3CM-IA 

(Fhod3Tg(α-MHC-Fhod3CM-IA)) or a short variant Fhod3CM-S (Fhod3Tg(α-MHC-Fhod3CM-S)) under the 

control of α-MHC promoter were also generated on a C57BL/6 background. Only one 

transgenic line expressing Fhod3CM-IA or Fhod3CM-S was obtained from over 200 

injections. Expression level of exogenous Fhod3CM-IA in the transgenic mice was five-fold 

more than that of endogenous Fhod3 (Fig. S2). Protein expression level of exogenous 

Fhod3CM-S was substantially lower than that of endogenous Fhod3 but the presence of 

mRNA was confirmed by RT-PCR (Fig. S9). The transgenic mice used in the present study 

(Fhod3Tg(α-MHC-Fhod3CM), Fhod3Tg(α-MHC-Fhod3CM-S), and Fhod3Tg(α-MHC-Fhod3CM-IA)) differ from 

our previous transgenic mice (Fhod3Tg(α-MHC-Fhod3) and Fhod3Tg(α-MHC-Fhod3-IA)) (1, 5) with 

respect to the presence of the T(D/E)5XE region encoded by exon 25 (see Fig. 1E).  

Mice carrying the Mybpc3tm1a(EUCOMM)Hmgu allele 

(B6Dnk;B6N-Mybpc3tm1a(EUCOMM)Hmgu/H) (EMMA ID EM:04690) were obtained from the 

European Mouse Mutant Archive, and subsequently crossed with mice expressing flipase (6) 

to obtain animals heterozygous for the floxed Mybpc3 allele (Mybpc3flox/+) (Fig. S10). 

cMyBP-C knockout mice were generated by crossing the Mybpc3flox/+ with Meox2Cre/+ mice 

(7) (The Jackson laboratory), which express Cre recombinase in the embryo before 

implantation, and the offspring were further crossed with C57BL/6 to generate Mybpc3+/– 

mice without the Cre transgene. Deletion of exons 3, 4, and 5 of Mybpc3 gene by this strategy 

is expected to result in complete depletion of cMyBP-C protein, since the truncated 
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cMyBP-C peptides was not found in the previous reports (8–10). Mybpc3–/– mice survived to 

adulthood and were fertile, although they showed cardiomyopathic changes as previously 

reported (8, 11, 12). 

All the experimental protocol was approved by the Animal Care and Use Committee 

of Kyushu University (Permit Number: A26-102) and the Animal Care and Use Committee 

of University of Miyazaki (Permit Number: 2014-526-3). All mice were housed and 

maintained in a specific pathogen-free animal facility at Kyushu University or at University 

of Miyazaki, and all efforts were made to minimize the number of animals used and their 

suffering. All experiments were performed in strict accordance with the guidelines for Proper 

Conduct of Animal Experiments (Science Council of Japan). 

 

Neonatal Rat Cardiomyocytes 

Primary cultures of neonatal rat cardiomyocytes were prepared as described previously (13). 

Transfection of cardiomyocytes with the adenoviruses encoding HA-tagged mouse Fhod3 

and their mutants were performed as described previously (13). 

 

Antibodies 

Rabbit anti-Fhod3 polyclonal antibodies were raised against three different regions of Fhod3, 

namely, anti-Fhod3-(650–802), anti-Fhod3-(873–974), and anti-Fhod3-C20, followed by 

affinity purification, as previously described (3). Anti-α-actinin monoclonal antibody 

(EA-53) was purchased from Sigma-Aldrich; anti-MHC monoclonal antibody (MF20) from 

Developmental Studies Hybridoma Bank (Iowa City, IA); anti-MHC monoclonal antibody 

(3-48) from Abcam; anti-cMyBP-C monoclonal antibody (G-7) from Santa Cruz; 

anti-α-tubulin monoclonal antibody (10G10) from WAKO; 

anti-glyceraldehyhyde-3-phosphate dehydrogenase (GAPDH) (6C5) from Chemicon; 
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anti-FLAG peptide monoclonal antibody (M2) from Sigma-Aldrich; anti-HA peptide 

monoclonal antibody (16B12) from Covance. Anti-cMyBP-C polyclonal antibodies (M-190) 

were purchased from Santa Cruz. Alexa Fluor 488-conjugated F(ab’)2 fragment of 

anti-mouse IgG and Alexa Fluor 555-conjudated F(ab’)2 fragment of anti-rabbit IgG were 

purchased from Cell Signaling Technology. Alexa Fluor 680-conjugated goat anti-mouse IgG 

was from Thermo Fisher Scientific. 

 

Protein Identification by LC–MS/MS Analysis 

To obtain Fhod3-binding proteins, the immunoprecipitated proteins with anti-Fhod3 

antibodies were identified by mass spectrometry according to the method of Matsuzaki et al 

(14). Briefly, the immunoprecipitated proteins were separated by SDS/PAGE and stained 

with silver. The stained gel was sliced into 10 equal pieces per lane, and the proteins therein 

were subjected to in-gel digestion with trypsin. The resulting peptides were dried, dissolved 

in a mixture of 0.1% trifluoroacetic acid and 2% acetonitrile, and then applied to a nanoflow 

LC system (Paradigm MS4; Michrom BioResources, Auburn, CA) equipped with an 

L-column (C18, 0.15 × 50 mm, particle size of 3 µm; CERI, Tokyo, Japan). The peptides 

were fractionated with a linear gradient of solvent A (2% acetonitrile and 0.1% formic acid in 

water) and solvent B (90% acetonitrile and 0.1% formic acid in water), with 0–45% solvent B 

over 20 min, 45–95% over 5 min, and 95–5% over 1 min at a flow rate of 1 µl/min. Eluted 

peptides were sprayed directly into a Finnigan LTQ mass spectrometer (Thermo Fisher 

Scientific, San Jose, CA). MS and MS/MS spectra were obtained automatically in a 

data-dependent scan mode with a dynamic exclusion option. All MS/MS spectra were 

compared with protein sequences in the International Protein Index (IPI; European 

Bioinformatics Institute, Hinxton, United Kingdom) with the use of the MASCOT algorithm. 

Trypsin was selected as the enzyme used, the allowed number of missed cleavages was set at 
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one, and carbamidomethylation of cysteine was selected as a fixed modification. Oxidized 

methionine and NH2-terminal pyroglutaminate were searched as variable modifications. 

Tolerance of MS/MS ions was 0.8 Da. Assigned high-scoring peptide sequences (MASCOT 

score of > 45) were considered for correct identification. 

 

Immunoprecipitation 

Immunoprecipitation analysis was performed as previously described (2) with minor 

modifications. Briefly, the hearts were lysed at 4°C with a lysis buffer (10% glycerol, 135 

mM NaCl, 5 mM EDTA, and 20 mM Hepes, pH 7.4) containing 0.1% Triton X-100. The 

lysates were precipitated with the anti-Fhod3 or anti-cMyBP-C antibody in the presence of 

protein G-Sepharose or protein G-magnetic beads. After washing three times with the lysis 

buffer containing 0.1% Triton X-100, the precipitants were applied to SDS-PAGE and 

transferred to a polyvinylidene difluoride membrane (Millipore). The membrane was probed 

with the anti-Fhod3 or anti-cMyBP-C antibodies, followed by development using ECL-prime 

(GE Healthcare) for visualization of the antibodies. 

 

An in vitro Pull-down Binding Assay 

GST–tagged proteins were expressed in Escherichia coli strain BL21 and purified by 

glutathione–Sepharose-4B (GE Healthcare). FLAG-tagged Fhod3 proteins were expressed in 

HEK-293F cells and purified by an anti-FLAG antibody (M2)-conjugated agarose (Sigma). 

Pull-down binding assays were performed as previously described (15), with minor 

modifications. Briefly, GST–cMyBP-C was mixed with the lysate of HEK-293F cells 

expressing FLAG-tagged Fhod3 or purified FLAG-tagged Fhod3 and incubated for 60 min at 

4°C in 1 ml of a lysis buffer (10% glycerol, 135 mM NaCl, 5 mM EDTA, 0.1% Triton X-100, 

and 20 mM Hepes, pH 7.4) containing Protease Inhibitor Cocktail (Sigma-Aldrich). Proteins 
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were pulled down with glutathione-Sepharose 4B beads, washed three times with the lysis 

buffer, subjected to SDS-PAGE, and stained with Coomassie Brilliant Blue (CBB) or 

analyzed by immunoblot with the indicated antibodies.  

 For the competition assay (Fig. 3E), GST–cMyBP-C-C0C2 bound to MagneGST 

glutathione particles (Promega) was incubated with the lysate of HEK-293F cells expressing 

FLAG-tagged Fhod3CM(N) (final concentration of 2.0 µM) in the presence of various 

concentration of heavy meromyosin (purified from rabbit muscle; Cytoskeleton) for 60 min at 

4°C in a lysis buffer. Proteins were collected with glutathione particles, washed three times, 

subjected to SDS-PAGE, and analyzed by immunoblot.  

 In the case of quantitative analysis (Fig. 3F and G), GST–cMyBP-C-C0 or GST 

alone immobilized to MagneGST glutathione particles was incubated with various 

concentrations of the lysate of HEK-293F cells expressing FLAG-tagged Fhod3CM(N) in 

500 µl of a buffer (1% glycerol, 104 mM NaCl, 0.5 mM EDTA, 0.1% Triton X-100, and 20 

mM Hepes, pH 7.4). Bound proteins were collected with glutathione particles without 

washing, subjected to SDS-PAGE, and analyzed by immunoblot with the anti-FLAG 

antibodies followed by fluorescence measurement using the image analyzer LAS-3000 (Fuji 

Photo Film).  

 

Immunoblot Analysis 

Immunoblot analysis was performed as previously described (2). Briefly, the hearts of mice 

were snap-frozen, crushed using SK-Mill (SK-100, FUNAKOSHI), and dissolved in a buffer 

composed of 9 M Urea, 2% SDS, 2% Triton X-100, 1% dithiothreitol, and 10 mM Tris-HCl, 

pH 6.8, containing Protease Inhibitor Cocktail (Sigma-Aldrich). The lysates were applied to 

SDS-PAGE and was transferred to a polyvinylidene difluoride membrane (Millipore). The 

membrane was probed with the antibody, followed by development using ECL-prime (GE 
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Healthcare) for visualization of the antibodies. For the quantitative analysis, membrane was 

probed with Alexa Fluor 680-conjugated anti-mouse IgG and images are acquired using 

LAS-3000. Positions for marker proteins are indicated in kDa. 

 

Immunofluorescence Staining of Cardiac Sections 

Immunofluorescence staining was performed according to the previously described method 

(2) with minor modifications. Briefly, mice were deeply anesthetized with an intraperitoneal 

injection of pentobarbital (50 mg/kg/body weight) and sevoflurane inhalation. After exposure 

of the heart, PEM buffer (1 mM EGTA, 1 mM MgCl2, and 100 mM PIPES, pH 6.9) 

containing 100 mM 2,3-butanedione monoxime (BDM) was administered from the left 

ventricular apex, followed by the administration of 3.7% formaldehyde in the PEM buffer. 

The fixed hearts were removed from the deceased mice, cut into small pieces, and immersed 

for 90 min at 4°C in the same fixative. The fixed hearts were washed in PBS, subjected to 

osmotic dehydration overnight at 4°C in 30% sucrose, and embedded in OCT compound 

(Sakura Finetek). The blocks were frozen and cut into 5 µm sections using a cryostat HM550 

(Thermo Scientific) or CM3050S (Leica Biosystems). Sections were then washed with PBS 

containing 0.1% Triton X-100, and blocked with a blocking buffer (Blocking One Histo; 

Nacalai tesque) for 15 min at room temperature. Sections were labeled overnight at 4°C with 

primary antibodies diluted in a dilution buffer (PBS containing 3% bovine serum albumin, 

2% gout serum, and 0.1% Triton X-100), and then labeled for 2 h at room temperature with a 

fluorescein-conjugated secondary antibody mixture in the same buffer. For Fhod3 

immunofluorescence staining, anti-Fhod3-(650–802) antibody were used. Actin filaments 

were stained with Alexa Fluor 488 phalloidin (Invitrogen). Nuclei were stained with Hoechst 

33342 (Invitrogen). Membranes were stained with FITC-conjugated wheat germ agglutinin 

(J-Oil Mills). Images were taken with LSM700 or LSM780 confocal scanning laser 
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microscope (Carl Zeiss MicroImaging). 

 

Quantitative Analysis of Fhod3 Distribution Pattern 

Fhod3 distribution pattern in the sarcomere was examined using line scan profiles of 

fluorescence intensities for the Fhod3 immunostaining of the heart tissues. The full-width at 

half-maximum was measured from fitting curves for Fhod3 intensity profiles using data 

analysis software (ORIGIN; OriginLab). Measurements had to have a Gaussian fit of R2 > 

0.9. 

 

Histological Analysis 

Histological analysis was performed as previously described (2). Briefly, mice were 

sacrificed via cervical dislocation, and the whole heart was harvested. The harvested organs 

were fixed by immersion in a solution containing 3.7% formaldehyde in phosphate buffer 

saline (PBS; 137 mM NaCl, 2.68 mM KCl, 8.1 mM Na2HPO4, and 1.47 mM KH2PO4, pH 

7.4). The obtained organs were dehydrated in ethanol, embedded in paraffin, sectioned, and 

stained with hematoxylin and eosin staining. Images were taken with BZ-9000 microscope 

(Keyence). 

 

Quantification of mRNA Levels by Real-time PCR 

Total RNAs were extracted from the left ventricular tissue using TRIzol reagent (Invitrogen). 

Complementary DNAs were synthesized using SuperScript First-Strand (Invitrogen). 

Quantitative real-time PCR were performed using SYBR Premix Ex Ta II (TaKaRa Bio) on 

the LightCycler 480 system (Roch Diagnostics GmbH) with the following primer pairs for 

atrial natriuretic factor (ANF), B-type natriuretic peptide (BNP), β-myosin heavy chain (β 

-MHC), and glyceraldehyde-3-phosphate dehydrogenase (GAPDH) as an internal standard: 
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ANF, forward 5’-TTCCTCGTCTTGGCCTTTTG-3’ and reverse 

3’-CCTCATCTTCTACCGGCATC-5’; BNP, forward 

5’-GTCAGTCGTTTGGGCTGTAAC-3’ and reverse 

3’-AGACCCAGGCAGAGTCAGAA-5’; β-MHC, forward 

5’-CGCATCAAGGAGCTCACC-3’ and reverse 3’-ACCTTGGAGACCTCTTTTTGC-5’; 

and GAPDH, forward 5’-GGAAGCCCATCACCATCTTCCA-3’ and reverse 

3’-CCTTCTCCATGGTGGTGAAGAC-5’. 

 

Transmission Electron Microscopic Analysis 

Transmission electron microscopy of thin sections was performed according to the previously 

described method (5) with minor modifications. Briefly, mice were deeply anesthetized with 

an intraperitoneal injection of pentobarbital and sevoflurane inhalation. After exposure of the 

heart, the PEM buffer containing 100 mM BDM was administered from the left ventricular 

apex, followed by the administration of the fix solution (2.0 % paraformaldehyde, 2.5% 

glutaraldehyde and 0.1 M sodium cacodylate, pH 7.4) for 2 h. The fixed tissue was rinsed in 

PBS, postfixed in 1% osmium tetroxide, dehydrated in ethanol and propylene oxide, and 

embedded in epoxy resin. Thin sections containing the heart were stained with uranyl acetate 

and lead citrate, and then examined with HT7700 (Hitachi). 

 

Echocardiography 

Serial echocardiographic examinations were performed non-invasively using a 15-MHz high 

frequency linear transducer connected to SONOS 5500 system (Philips). Under anesthesia 

with an intraperitoneal injection of a combination anesthetic (0.15 mg/kg of medetomidine, 

2.0 mg/kg of midazolam, and 2.5 mg/kg of butorphanol), two-dimensional targeted M-mode 

images were obtained from the long-axis view. Echocardiographic images were analyzed by 
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the analysis software of SONOS 5500. Left ventricular diastolic and systolic diameters 

(LVDd and LVDs), interventricular septum thickness (IVS) were measured following the 

guidelines of American Society of Echocardiography. The left ventricular ejection fraction 

(LVEF) was calculated according to the Teichholz method. 

 

Statistics 

All data were expressed as mean ± SEM. Two groups were compared by paired or unpaired 

Student’s t test. Multiple groups were compared by analysis of variance followed by post-hoc 

Tukey test. A P value of <0.05 was considered to be statistically significant. GraphPad Prism 

5.0 (GraphPad Software Inc., San Diego, CA) was used for all statistical analysis. 
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Figure S1 (Matsuyama et al.)

Figure S1.  Localization of mutant Fhod3 proteins in the cardiac sarcomere.  

Neonatal rat cardiomyocytes transfected with the adenovirus encoding HA-tagged 

Fhod3 mutants were fixed and stained with the antibodies against anti-HA (red) and  

α-actinin (green). Scale  bar, 10 μm. 
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Figure S2 (Matsuyama et al.)
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Figure S2.  Cardiac expression of Fhod3 in the transgenic mice expressing Fhod3CM-WT 

and Fhod3CM-IA.  (A) Fhod3 expression leves for independent transgenic lines.  The indicated 

amount of cardiac lysates from transgenic mice (Tg(Fhod3CM-WT) or Tg(Fhod3CM-IA)) (see 

Fig. 1E) were analyzed by immunoblot with the anti-Fhod3-(C-20) and anti-MHC (3-48) 

antibodies.  (B) Comparison of Fhod3 expression levels between Tg(Fhod3CM-WT) line #1 and 

non-transgenic control mice.  The indicated amount of cardiac lysates from transgenic mice (Tg

(Fhod3CM-WT line #1) and Tg(–) mice were analyzed by immunoblot with the anti-Fhod3-

(C-20) and anti-cMyBP-C antibodies.  Experimental data obtained using the line #1 were shown 

in the present study.
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Figure S3 (Matsuyama et al.)
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Figure S3.  Transgenic expression of Fhod3 variants in the heart.  Sections of adult hearts from 

transgenic mice expressing Fhod3CM-WT (left panels) (see Fig. 1E), Fhod3CM-IA (middle panels), and 

Fhod3CM-S (right panels) were subjected to immunofluorescent double staining for Fhod3 (anti-Fhod3-

(650-802); red) and α-actinin (green).  Two different exposures for Fhod3 are shown in order to visualize 

the expression patterns of endogenous and exgenous Fhod3 proteins.  Scale bar, 50 μm.
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Figure S4 (Matsuyama et al.)

Figure S4.  Identification of Fhod3-bindig proteins.  Proteins in a cardiac lysate 

fo transgenic mice expressing Fhod3CM-WT were immunocprecipitated with the 

anti-Fhod3-C20 antibodies or control IgG, and fractionated by SDS-PAGE and 

stained with silver.  The black and white arrowheads indicate the positions of 

Fhod3 and cMyBP-C, respectively. The stained gel was sliced and the proteins 

therein were subjcted to mass spectorometric analysis (see Materials and Methods).  
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Figure S5 (Matsuyama et al.)

Figure S5.  Images of the uncropped immunoblots shown in Fig. 2, A, B, and C.  

Asterisks and arrowheads indicate degradation products and immunoglobulins, 

respectively.
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Figure S6 (Matsuyama et al.)

Figure S6.  Interaction of Fhod3 to the N-terminal region of cMyBP-C.  (A) 

Schematic structures of various cMyBP-C constructs used in (B).  (B) The 

N-terminal region of Fhod3CM (Fhod3CM(N)) tagged with FLAG in the lysate of 

HEK-293F cells was incubated with indicated GST-fused fragments of cMyBP-C 

and pulled down with glutathione-Sepharose 4B beads.  Precipitated proteins were 

subjected to SDS-PAGE and analyzed by immunoblot with the anti-FLAG antibody 

(upper panel) or stained with Fast Green.  Positions for marker proteins are indicated 

in kDa.
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Figure S7 (Matsuyama et al.)

Figure S7.  Comparison of Fhod3-binding properties between C0C1 and C0C2.  (A) 

FLAG-tagged full-length (FL) or N-terminus (N) of Fhod3CM in the lysate of HEK-293F cells 

(input) was incubated with GST–cMyBP-C (C0C1 or C0C2) or GST alone and pulled down 

with glutathione-Sepharose 4B beads. Precipitated proteins were subjected to SDS-PAGE and 

analyzed by immunoblot with the anti-FLAG antibody (upper panel) or stained with CBB 

(lower panel). Positions for marker proteins are indicated in kDa. (B) Quantification of the band 

intensities of Fhod3CM(N) pulled down with C0C1 relative to those with C0C2 from seven 

independent pull-down experiments. Values are means ± SD. ‡P<0.05. (C) Quantification of the 

band intensities of Fhod3CM(N) pulled down with C0P, cC0, and cC0P relative to those with 

C0 from five independent pull-down experiments. Values are means ± SD. *P<0.001.
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Figure S8.  Interaction of Fhod3 to cMyBP-C.  (A) Schematic structures of various 

cMyBP-C constructs used in (B).  (B) The N-terminal region of Fhod3CM (Fhod3CM(N)) in 

the lysate of HEK-293F cells was incubated with indicated GST-fused fragments of 

cMyBP-C and pulled down with glutathione-Sepharose 4B beads.  Precipitated proteins were 

subjected to SDS-PAGE and stained with CBB.  Positions for marker proteins are indicated in 

kDa.



Figure S9 (Matsuyama et al.)
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Figure S9.  Transgenic expression of Fhod3CM-S in the heart.  (A) RT-PCR analysis of 

the heart RNAs from transgenic Tg(Fhod3CM-S) (see Fig. 1E) or Tg(–) mice using a pair of 

primers located in exons 8 and 14 of Fhod3 (see Fig. 1E).  The indicated bands of the 

lengths of 1,074 and 621 bp were the product from Fhod3CM and Fhod3CM-S, 

respectively.  (B) Immunoblot analysis of Fhod3.  Cardiac lysates from Tg(Fhod3CM-S) or 

Tg(–) mice and the lysate of HeLa cells expressing exogenous Fhod3CM-S were analyzed 

by immunoblot with the anti-Fhod3-(C-20). (C) Heart-to-body weight ratio of Tg

(Fhod3CM-S) (n = 6) and Tg(–) (n = 6) mice at 24–36 weeks of age. Values are means 

(long bars) ± SEM (short bars).  N.S., not significant. (D) Histological analysis of hearts of 

Tg(Fhod3CM-S) and Tg(–) mice at 24–36 weeks of age. Short-axial sections of hearts were 

stained with hematoxylin and eosin. Scale bars: 1mm. 
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Figure S10 (Matsuyama et al.)
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Figure S10.  Generation of cMyBP-C knockout mice.  (A) Schematic representation of the targeting 

strategy of knockout of cMyBP-C.  Mice carrying the Mybpc3tm1a allele (EMMA ID EM:04690) were 

crossed with mice expressing flipase to obtain floxed Mybpc3 allele (Mybpc3flox).  cMyBP-C knockout 

mice were generated by crossing the Mybpc3flox/+ with Meox2Cre/+ mice, which express Cre recombinase 

in the embryo before implantation, and the offspring were further crossed with C57BL/6 to 

generateMybpc3+/– mice without the Cre transgene.  Small colored arrows indicate primers for PCR 

genotyping.  (B) PCR analyses of tail DNA from Mybpc3+/+, Mybpc3+/–, and Mybpc3–/– mice.  The PCR 

product from wild type allele was 247 bp in length, and the PCR product from null allele was 515 bp in 

length.  (C and D) Histological analysis of hearts of cMyBP-C null mice (Mybpc3–/–) and control mice at 

36 weeks of age. Short-axial sections of hearts (C) and short-axial-sectioned lateral wall of the left 

ventricles (D) were stained with hematoxylin and eosin. Scale bars: 1mm (C) and 100 μm (D). 
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Figure S11 (Matsuyama et al.)
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Figure S11.  cMyBP-C is required for Fhod3 localization to the C-zone.  

Sarcomeric localization of endogenous Fhod3 in the heart from cMyBP-C null mice.  

Sections of adult hearts from cMyBP-C null mice were subjecte to immunofluorescent 

staining for Fhod3 (anti-Fhod3-(650-802); red) and cMyBP-C (green) followed by 

phalloidin staining (not depicted in merge).  Scale  bar, 5 μm. 
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Figure S12 (Matsuyama et al.)

Figure S12.  Effects of transgenic overexpression of Fhod3 in cMyBP-C null mice on the 

lung.  (A) Histological analysis of lung of cMyBP-C null mice overexpressing Fhod3 

(Mybpc3–/–;Fhod3Tg(WT)) and control mice (Mybpc3+/+ and Mybpc3–/–)  at P9. Sections of lung 

tissues were stained with hematoxylin and eosin. Scale bars, 100 μm.  (B) Lung-to-body weight 

ratio of cMyBP-C null mice overexpressing Fhod3 (Mybpc3–/–;Fhod3Tg(WT), n = 7) and control 

mice (Mybpc3+/+, n = 7; Mybpc3–/–, n = 7) at P9. Values are means (long bars) ± SEM (short bars).  

N.S., not significant.
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Figure S13 (Matsuyama et al.)
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Figure S13.  Sarcomeric structures of hearts of cMyBP-C null mice overexpressing 

Fhod3 (Mybpc3–/–;Fhod3Tg(WT)) and control mice.  Sections of hearts from mice of the 

indicated genotypes were subjected to immunofluorescent staining for α-actinin (green) 

and phalloidin (red).  Scale bar, 5 μm. 



Figure S14 (Matsuyama et al.)

Figure S14.  Effect of heterozygous deletion of Fhod3 in cMyBP-C null mice at 36 weeks of age . (A)  

Heart-to-body weight ratio of mice of the indicated genotypes (Mybpc3–/–, n = 11; Mybpc3–/–;Fhod3+/–, n = 8) at 

36 weeks. Values are means (long bars) ± SEM (short bars).  †P<0.01. (B–D) Histological analysis of hearts at 

36 weeks. Short-axial sections of hearts (B) and short-axial-sectioned lateral wall of the left ventricles (C, D) 

were stained with azan (B, C) or hematoxylin and eosin (D). Scale bars: 1mm (B) and 50 μm (C, D). (E) The 

width of cardiomyocyte at the nuclei level by wheat germ agglutinin staining of left ventricle septum from mice 

of the indicated genotypes (Mybpc3–/–, n = 103; Mybpc3–/–;Fhod3+/–, n = 103) at 36 weeks was estimated by 

wheat germ agglutinin staining. Values are means (long bars) ± SEM (short bars). ‡P<0.05. (F) Quantitative 

real-time PCR analysis of fetal cardiac gene expression in mice with the indicated genotypes (Mybpc3+/+, n = 6; 

Mybpc3–/–, n = 7; Mybpc3–/–;Fhod3+/–, n = 6) at 36 weeks. Values are means (long bars) ± SEM (short bars).  

Nppa, encoding ANF; Nppb, encoding BNP; Myh7, encoding β-MHC; Gapdh, encoding GAPDH.  ‡P<0.05; 

N.S., not significant. 
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