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Table 1 Summary of the GWAS and replication study

Minor Chr. No. of samples MAF Age and sex adjusted
SNP Allele  allele  Chr. location Gene Study Case Control  Case Control P oR 95% CI Prat
1313278062 T/G T 8 23,138916 TNFRSFI0A- GWAS 827 3,323 0.417 0343 246x10% 071 0.62-0.82
LOC389641
Replication 701 15,565 0.417 0.346 819x10% 0.74 0.66-0.82
Combined 1.03x10°¥ 073 0.67-0.80 0.68
rs1713985 T/G G 4 57,481,207 REST-C4orfi4- GWAS 827 3,323 0.333 0.286 9.03x10°° 134 1.16-1.56
POLRZE-IGFBF/
Replication 708 15,569 0.329 0.282 571x10° 1.27 1.13-1.43
Combined 234x10% 130 1.19-1.42 0.56
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