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skin samples (n=18). The mean
mRNA expression level of each
transporter is expressed as a
percentage of the total mean
transporter mRNA content.
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Fig. 2 Correlation analysis between ABCC3 mRNA levels
and methylation frequencies of CGI in Caucasian skin
samples.

Relative methylation frequencies were assessed by COBRA
using human skin samples (n=48). Negative correlation
between ABCC3 mRNA expression and methylation levels at
the CG site (9718 loci relative to TIS) in CGI-6 (n=48). Rs
and P value are from Spearman’s rank-order correlation

analysis.
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Fig. 3 Effects of 5-aza-dC or deletion of CGI-6
on ABCC3 mRNA expression in HaCaT.

(A) HaCaT cells were treated with 3 umol/L
5-aza-dC for 72 hr. ABCC3 mRNA expression
levels were assessed using real-time PCR and
normalized to the expression of GAPDH. Data
represent the mean + SD of triplicate experiments.
* P<0.05 (B) Each ABCC3 mRNA level in the
established clones was assessed by real-time PCR.
Data represent the mean+ SD and results were
normalized to GAPDH mRNA levels. *P < 0.05
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Fig. 4 Effects of —1603G>A on SLC22A3/0CT3 mRNA

expression
subjects.

SLC22A3 mRNA levels

in human skin samples from Caucasian

in human skin tissues were

determined by real-time PCR and corrected to the level of
GAPDH mRNA. The horizontal lines represent the mean
value. Differences between the genotypes were tested by the
Kruskal-Wallis test (P < 0.05).
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Relative luciferase activity as 100%. * P <0.05
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