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Mathematical modeling of combination drug effects
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Summary

The combination of drugs is a common practice for enhancing the efficiency of drug
treatment and reducing the risk of emergence of drug resistance. However, selection of the
optimal combination and the optimal doses remain poorly understood. Here we tried to find
an optimal drug combination among four kinds of anti-HCV drugs (IFN-a, telaprevir,
cyclosporine, and halopemide) based on mathematical model which describes HCV replication
in Huh-7 cells.
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