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HLTWa, FEFHAEEFRIVEIEENISFiIoik. EHoREHcELAZ<ORBBERIEINT
Wa, F0H, EHOHRCLEERALIRERZICIVEILTAIEAREINL A,

HRIFEDE —FETIL, CKD EF A vV REIMRIZ, 5 FREEHEREZ AR LU O RIED N BNERR
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%, &bi2 8 BRAME L= 16 W~ 2% CKD EF A~ A5/6N)EL THERALE,

SRR REREE;, HEEURom7 S — BRSSO A HEEL -, HER 4058 oMNE
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BFOF T ERB RS western blotting HRICTRIE L7, mRNA OFHE 811 microarray H55 L< {3 Total RNA %
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BRI B H]Hﬁ HEILTF = (SCr). MPRFEFE (BUN) ¥ BAE T obo—A iz EWBIETHILTH
LT, )

YV —AHHFE;, vVALET TV AR ExoQuick™ exosome precipitation solution (System
Biosciences #)& Fi v i, ¥R ML £ /Y — AOOf B3 ExoQuick-TC™ exosome precipitation solution %4
AL, FRFENRG T aba— A REVEEEL -,

SR, MY BHOLEICIL - TR E S ST (one-way ANOVA), FBLTF Tukey’s post-hoc tests % F
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1. CKDEFA=ZRCHBITAHIF CYP3ALL, CYP26A1 355 {E T 4 #8 O #2 BF
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R e e e e
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ABECIT ST, 5. SINx OIFBIC BV TE<ORMRMIEDHE [t | =

ETOERRENRETII2EEAGM T (Fig. 1A). S’y EP’C%) Glutathicne metabolism 8 |3 sog-05( 1.306-03

LF = NREOERIZEE L, Linoleic acid metabolism 1 |1 70600 [ 4 s0es
LF /= B A OFERFTHIRESPEFICLETEhS, F2 B
THREPMMETULAELF /A RHBEEREFOHEMER 2L, 2TCYPs ThHDHZ Gene Symbol | Zecore | ratio
EAER LA L2072 (Rig. 1B), 24> Th, CYP3A11 b, EMTIZ CYP3A4 ICHI Y T4 Cyp3att | -aoer | az2n
SFED 1 2THY, CYP6A1 XL F ) — A ROBRERR OO THHIENS, Cyp2e55 | -5.007 | 0150
LIBETIIomeoizg B LT, Cypabts | 2790 | va72

Cyp2c39 -2.410 | 0.357

Cyp3adib | -2.305 | 0.373
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SI6Nx (2831 ARF CYP3ALL, CYP26A1 RIEB THMEOMBA DD T3, Cyp2c38 | 2227 | u43s
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B ERHI BT LV I RS E7e o7 (Fig. 24), ED~VA 72T LA Oypzesp | -2000 | 0887
BEAT ORE BB, BHBEEFOLEILBREIN- LB BEELAELEE ;igure. ld(A) Functional apalty;lsisrof the;
ecreased gene expressionin the livers o

5, EBEREERETF D D-site binding protein (DBP) RREIFEICETLT 5/6Nx mice using the KEGG database on

the DAVID system. (B) Decrease in the

L AZEE R LI (Fig. ZB')C. expression of genes involved in retinol

metabolism in the 5/6Nx mouse liver.
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Figure. 3 {A, B} Temporal expression profiles of Cyp3e11, Cyp26al {A) and Dbp (8) mRNA levels in the livers of Sham-operated and 5/6Nx mice. (Cyp3oll and
Cyp26u1 in sham-operated-mice; P < 0.05; cosinor analysis) (Dbp in sham-operated and 5/6Nx mice; P < 0.05; ANOVA, P < 0.05; cosinor analysis} Values are the
means * $.E.M. for all experiments [n = 3-6). (&, B} *P <0.05; **F < (.01 compared with the values at corresponding time points.
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Figure. 4 {A} Plasma TGF-B1 in sham-operated and 5/6Nx wild-type or Ck/Clk mice. [B)
Quantitative analysis of interstitial fibrosis by light microscopy of sham-operated and 5/6Nx
mice at & weeks after the second operation in ‘wild-type or Clk/Clk mice. {C) Serum creatinine
and 8UN in sham-operated and S/6MNx wild-type or Clk/Clk mice. Values are the means ¢
5.E.M. for all experiments (n = 3-6). *P < 0.05, **P < 0.01.
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