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# 3L 4 : Clinical and pathogenic features of SCCmec type 11 and 1V methicillin-resistant
Staphylococcus aureus in Japan

(ARFIZF T 5 SCCmec 11 F & SCCmec IV AL A F 1 itk 7 R o7 BRI O 5K & OY5

JEME D FE150)
X 5y H
WoX M B 0 B R
A F U M E s F fH B (Staphylococcal cassette chromosome mec:

SCCmee) IV M AR AT HAF U i@ F o EKE (nethicillin-resistant
Staphylococcus aureus: MRSA) IZ it e MRSA & L CTHEI H N TW DA, T4 Tl
FBENICHIRE > TEBY, MATEZOFBITI<HEILTWWDS, LALEARD
SCCmec IV I MRSA (IR K TIHAT L TV O E TR > TR, Z DR LT L 72
WaEIL AR, 4E, BHARICE T D SCCmee 118 L TV A MRSA o % % b # b 5 4
L, BikZmAMEIBERRAEIT oo, FRIFTREMRED L < 1K KM
MR X v B &7z SCCmee 1T % MRSAS5 Bk, IV % MRSA101 ¥k T& %5, SCCmec IV
RSN EREFRIIIMNLEERLABCHEFETH -7 (P < 0.001), MRSA Jili &
DO JIKERIT . SCCmee TVARIN ITR LI LA BIZK-L -7 (7.8% vs 29.0%, P =
0.026), — . MRSA JZ Gk ERKE R, MATHEEZLZRO RN o
(66.0% vs 61.9%, P = 0.788), MRSAJi M &= 1 (tst, sea, seb, sem, seo) D
RAENZ =W TRESERS>TEBY (P < 0.001), SCCmec 11 A & TV A MRSA
TR 7v—F rarr Ly 7 AZHBEIND T LENRE ST, MRSA i & & %
JE L 72 SCCmec 11 %KY MRSA X4 T, seb & egc (sem, seo) HPRAH L TWMN, tst
AL TE S, Multi Locus Sequence Typing 97> 7 & Z A . sequence type
(ST) 764 BITJE L T/, AKWFFILTH AR TH O T SCCmec 1T AL L TV B MRSA @ B IR
MRz L7 @mETH Y . MRSAIRGIE DO Z W, BRICKILSDLEZLND,



